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Figure 18 
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Target: pRD.O 

RecA: + 
Heat: 





miss 



r 




pRD.59 



+ 
37 



+ 
45 



+ 
55 



+ ' 

65°C 



pRD59 rl* hybrid-EcoR1 
pRD59 rl* hybrid 



pRD59 I* hybrid 



^ pRD59 rl* hybrid-EcoR1 

pRD59 rl* hybrid 



pRD59 I* hybrid 




pRD59 rl* hybrid 



pRD59 I* hybrid 



